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Clustering Tools

• Analysis Tools for Autosomal DNA

• Clustering Tools were created to produce Visualization of 
Matches with shared DNA

• Makes it easier to see Genetic Networks, Shared Segments, 
Ancestral Groups, identify Data Patterns
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Clustering Tools

• A Clustering tool analyzes your In Common With (ICW) 
company matches

• Clustering tools can automate grouping your matches

– Visualize matches sharing a set of common ancestors

– Shared matches create Genetic Networks

– Each cluster potentially shares a common ancestor

• Listed down & across to show who matches whom

• Clusters are presented as colored groupings on graph 
with data tables that provide more detail

• Diagonal line is where each match matches themselves
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BC Era (Before Clustering)

• Cluster analysis is the task of grouping a set of 
objects in such a way that objects in the same group 
(called a cluster) are more similar (in some sense) to 
each other than to those in other groups (clusters).

• People developed their own means

• Spreadsheets were the norm
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name cM groupName icw group largestCm

Cluster 1

Alan Scott 31.2 3rd - 5th cousin 1 1 10.4

Alex Jacobs 39.7 3rd - 5th cousin 4 1 20.2

Diane Richardson 30.9 3rd cousin - distant cousin 7 1 24.4

Gerene Vickery 26.7 3rd - 5th cousin 6 1 26.7

Hillary Potts 32.7 3rd - 5th cousin 6 1 26.3

Micki Two 30.3 3rd - 5th cousin 3 1 23.3

Scott Schaeffer 35.6 3rd - 5th cousin 5 1 23.2

Cluster 2

Alexandra Marier 29.4 3rd - 5th cousin 5 2 29.4

Brandon O'Malley 27.2 3rd cousin - distant cousin 3 2 14.1

Dave Beauregard 27.6 3rd cousin - distant cousin 2 2 19.5

katherine allen 29.9 3rd - 5th cousin 3 2 13.8

Melanie Peabody 32.3 3rd - 5th cousin 2 2 17

Ron Ransom 27.2 3rd cousin - distant cousin 3 2 21.1

Cluster 3

Bert Jensen 26 3rd cousin - distant cousin 5 3 14.7

Bert Ted Jensen 26 3rd cousin - distant cousin 6 3 14.7

Emma Daigle 32.6 3rd - 5th cousin 4 3 19.5

Lacey Carpenter 29.2 3rd cousin - distant cousin 2 3 9.9

Sue Gibbs 28.4 3rd - 5th cousin 3 3 14.5

Terry Walton 29.5 3rd - 5th cousin 5 3 14.4

Cluster 4

Carolyn Rogers 29.3 3rd cousin - distant cousin 2 4 19.5

Curtis Hathcock 28.1 3rd - 5th cousin 2 4 10.9

David Heaver 27.4 3rd - 5th cousin 5 4 14.1

Delilah Clark 29.6 3rd cousin - distant cousin 2 4 9.4

Patrick Hannes-Karg 29.2 3rd cousin - distant cousin 4 4 9.1
Primary Component Analysis

Spreadsheets



Available Clustering Tools

• Manual

– Leeds Method

• Automated

– Genetic Affairs

– DNAgedcom (Collins’ Leeds Method 3D)

– MyHeritage

– GEDmatch Genesis Tier 1

– Shared Clustering

• Network Graphs

– RootsFinder

– Connected DNA
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Clustering Tools

• Leeds Method (Dana Leeds)
– Began as a color coding method of grouping close 

Matches at AncestryDNA into four columns, one for 
each grandparent. It has been expanded.

• MyHeritage
– An automatic tool that organizes your DNA Matches 

into clusters that likely descended from common 
ancestors.

• Genetic Affairs (Evert-Jon Blom)
– automates the retrieval of new genetic Matches from 

23andMe, FTDNA and AncestryDNA to a periodic 
email; and the AutoCluster tool will cluster close/large 
Matches
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Clustering Tools

• DNAGedcom (Rob Warthen)

– Log onto your DNA company, and download Match 
and ICW files

– Use Collins” Leeds Method 3D to run cluster report

• GEDmatch (Curtis Rogers & John Olson)

– New to Genesis Tier 1

• Shared Clustering (Jonathan Brecher)

– Installs program on your computer

– Currently need to download Match and ICW files at 
DNAGedcom Client
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Dana Leeds Method

• Began as a color coding method of grouping close 
Matches at AncestryDNA into four columns, one for 
each grandparent. It has been expanded.

• Simple Color-Clustering

• 2nd to 4th cousin matches

• Color Tag by shared matches

• Color Groups represent a Grandparent

• Perfect for adoptees

• Free

https://www.danaleeds.com/leeds-method-dna/
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https://www.danaleeds.com/leeds-method-dna/
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Leeds Method Steps

1. Open DNA Match List
2. Extract 2C to 3C/4C
3. Put in Excel Spreadsheet
4. Choose Color for first Match
5. Open Shared Match List
6. Color other Matches same color
7. Go to next uncolored name & 

choose new color
8. Open Shared Match List and color 

other Matches
9. Repeat until list is done
10. Identify Columns by Grandparent



DNAGedcom
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• DNAGedcom by Rob Warthen ($5/mo fee; 
$50/yr Silver, $100/yr Gold incl Client)

• Tool is on Client application (DGC)

• Log onto your DNA company, and download 
Match and ICW files

• Use Collins Leeds Method to run cluster 
report 

https://www.dnagedcom.com/

https://www.dnagedcom.com/


DNAGedcom
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https://www.dnagedcom.com/

https://www.dnagedcom.com/


Genetic Affairs
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• Developed by Evert-Jon Blom

• Retrieval of new genetic Matches from 
23andMe and FTDNA

• The AutoCluster tool will cluster close/large 
Matches

• First 200 credits are free
• Monthly Subscription rates (includes 10% bonus)

• Additional credits ~1 cent/credit

• Credits charged from 25 to 100 for product

http://www.geneticaffairs.com/

http://www.geneticaffairs.com/


Genetic Affairs Tools
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http://www.geneticaffairs.com/

http://www.geneticaffairs.com/


Genetic Affairs
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http://www.geneticaffairs.com/

Threshold

50-1200 cMs

87 matches

http://www.geneticaffairs.com/


MyHeritage AutoClusters
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• Offers AutoClusters feature in DNA Tools

• Transfer DNA & unlock tools ($29) or Subscription

https://www.myheritage.com/

https://www.danaleeds.com/leeds-method-dna/


MyHeritage AutoClusters
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• Genetic Affairs cluster with MyHeritage matches

https://www.myheritage.com/

https://www.danaleeds.com/leeds-method-dna/


GEDmatch Auto-Clustering

17

https://www.gedmatch.com/login1.php/

• Offers a Clustering under Tier 1 ($10/mo fee)

• Any Min/Max choice

https://www.danaleeds.com/leeds-method-dna/


Shared Clustering
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• Created by Jonathan Brecher

• Installs program on your computer

• Download Match and ICW files at 
DNAGedcom Client

• “Heat Map” not colors

• Open Source Tool

• Free

https://github.com/jonathanbrecher/sharedclustering/wiki/Quick-start

https://github.com/jonathanbrecher/sharedclustering/wiki/Quick-start


Clustering Step 1

Gather your Match List

– Match Lists exist at Test Companies & GEDmatch

• DNAGedcom facilitates download

• Some Cluster tools request Direct Access

– Upload List info as instructed

– Ancestry prohibition
• Issued “Cease and Desist” order preventing use

• Cluster tools no longer download matches from Ancestry
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DNAGedcom

Client



Clustering Step 2

Set Parameters and Run Tool

• Cluster tools have various Defaults

– Genetic Affairs: 50 - 250 cM

– GEDmatch: 15 - 50 cM

– DNAGedcom: 50 – 400 cM

– Shared Clustering: 20 – Max from List

– MyHeritage: Selected by MH

• Some Sites allow adjustments

– Minimum & Maximum Thresholds

– Minimum Size of Largest segment

– Minimum Cluster Size
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Adjustable Settings

• Experiment with Settings

– Dana Leeds suggests start at 400 and 90 cM

– Jim Bartlett suggests start at 200 to 80 cM

• Reducing the lower threshold increases # of 
matches and probably produces more clusters

• Reducing the range between min & max 
threshold will reduce # if clusters

• Higher threshold will include close relatives
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Clustering Tips

• Jim Bartlett’s recommendations include:
– Use a large threshold (80cM to 200cM) first to get 

the hang of it. This will only include your closest 
cousins.

– If offered, use an upper threshold of 1000cM or 
so, to cull out parents, siblings, children, 
aunt/uncle – they only appear in one Cluster 
anyway, and don’t really add any value in most 
cases.

– Reducing the threshold will increase the number 
of Clusters, and those Clusters will tend to form on 
more distant Ancestors.
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Effects of Settings
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3800 max - 60 min

41 Matches, 2 Clusters

1800 max - 40 min

323 Matches, 55 Clusters

Default 250 max - 50 min

41 Matches, 17 Clusters

1800 max - 50 min

87 Matches, 14 Clusters



Clustering Step 3

Review Clusters

– Look for Patterns, Names, Known Matches

– Use supplemental material like Spreadsheet

– Rerun if too many or too few
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Supplemental Materials
Spreadsheet

Autocluster Cluster Information

Chromosome Segments

Chromosome segment statistics



Supplemental Info
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Spreadsheet Data

• Look at data for surnames, DNA segment 
data (start, stop, length), family trees, e-mail
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Clustering Step 4

• Find the Cluster Common Ancestor

– Apply Traditional Research

– Correlate Family Trees of Cluster Members
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• “Walking the Clusters Back”

– Identify each grandparent cluster

– Proceed to earlier ancestors
– https://segmentology.org/2019/12/01/walking-the-clusters-back/

https://segmentology.org/2019/12/01/walking-the-clusters-back/


Clustering Step 5

• Identify the DNA Segment

– Use Spreadsheet to examine segment data

– Utilize other tools
• Autosegment at Genetic Affairs

• Multi-Kit Analysis at GEDmatch

• Surname & Ancestor Search at DNAGedcom

• Chromosome Browser/Triangulation at MyHeritage
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Identify Segment (a)
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• In GEDmatch, select a cluster to analyze 

(checks in box)

• Select the “Submit for Multi-Kit Analysis” box

• Analyze with Segment Search or Triangulation



Identify Segment (b)
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• Segment Search will reveal 

shared DNA of Cluster 

members

• Look for longest segment to 

identify chromosome, start/stop 

points and length



Identify Segment (c)
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• Select Triangulation tool to identify 

and visualize triangulated segments 

of cluster members

• Also use Chromosome Browser for 

another perspective of shared DNA



Segment to Ancestor
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DNA Painter

• Cluster Auto Painter

– Generate chromosome map from Clusters

– Identify Clusters as Maternal or Paternal
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Superclusters

• Superclusters are clusters related to each other
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• Indicated by 
the gray boxes 
(matches who 
fit into other 
clusters) 

• Coined by 
DNAGedcom
developers



Caveats & Variables

• Clusters are NOT Perfect

• Matches do not always match each other

• Common Ancestor may vary by generation

• No guarantee shared segment is IBD

• Cluster tool & Match Lists

– Parameter Settings

– Algorithms

– Match Lists Differ
• Dissimilar Databases

• Company Threshold
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Points to Remember

• The Gray Ungrouped Boxes represent how 
people match others outside the cluster

• Experiment with additional Parameter settings 
besides the Default settings

• Identify Grandparent groups and move on to earlier 
generations: “Walk the Clusters Back”

• Clusters are represented by colors. Each cluster can 
“possibly” show relationship represented by a 
Common Ancestor

• The Two Goals are to create Genetic Networks and 
Identify the Common Ancestor and Segment
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References

• Help at Cluster Tool

– Genetic Affairs: 
https://www.geneticaffairs.com/images/Manual_Genetic_Affairs.pdf

– Shared Clustering: 
https://github.com/jonathanbrecher/sharedclustering/wiki

• Dana Leeds: www.danaleeds.com/the-leeds-method/

• Jim Bartlett: https://segmentology.org/

• Family Locket: https://familylocket.com/10-ways-to-group-
your-dna-matches-into-genetic-networks

• Kitty Cooper’s Blog: 
https://blog.kittycooper.com/2019/05/more-clustering-tools/

• DNAeXplained (Roberta Estes): https://dna-explained.com/
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